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<210> 1 
<211> 238 
<212> PRT 

<213> Aequorea victoria 
<220> 

<223> Green fluorescent protein 
<400> 1 

Met Ser Lys /Gly Glu Glu Leu Phe Thr Gly Val Val Pro lie Leu Val 
1/5 10 15 

Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Ser Gly Glu 
20 25 30 

Gly Gl y U Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys Phe lie Cys 
35 40 45 

Thr/Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr Phe 
50 55 60 



ier Tyr Gly Val Gin Cys Phe Ser Arg Tyr Pro Asp His Met Lys Gin 
65 70 75 80 



His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val Gin Glu Arg 
85 90 95 

Thr lie Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu Val 
100 105 110 

Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lie Glu Leu Lys Gly lie 
115 120 125 

Asp Phe Lys Glu Asp Gly Asn lie Leu Gly His Lys Leu Glu Tyr Asn 
130 135 140 

Tyr Asn Ser His Asn Val Tyr lie Met Ala Asp Lys Gin Lys Asn Gly 
145 150 155 160 

lie Lys Val Asn Phe Lys lie Arg His Asn lie Glu Asp Gly Ser Val 
165 170 175 



ip Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro lie Gly Asp Gly Pro 
gj 180 185 190 

(fl 

fy Val Leu Leu Pro Asp Asn His Tyr Leu Ser Thr Gin Ser Ala Leu Ser 
S 195 200 205 



□ 

p Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu Glu Phe Val 
8 210 215 220 

Thr Ala Ala Gly lie Thr His Gly Met Asp Glu Leu Tyr Lys 
f! 225 230 235 



□ 



<210> 2 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 

<400> 2 

tcgtgaccac cttctcccac ggcgtgca 28 



<210> 3 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 

<400> 3 



2 



tgcacgccgt gggagaaggt ggtcacga 



28 



<210> 4 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 

<400> 4 

gctggagtac aacttcaaca gccacaacg 2 9 



<210> 5 
^ <211> 29 
P <212> DNA 

<213> Artificial Sequence 

m 

Wt <220> 

fU <223> Description of Artificial Sequence: cloning primer 
*~ 

□ <400> 5 

p cgttgtggct gttgaagttg tactccagc 29 

5 

In <210> 6 

[V <211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 
<400> 6 

cctcgtgacc accctctccc acggcgtg 2 8 



□ 



<210> 7 

<211> 28 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 

<400> 7 

cacgccgtgg gagagggtgg tcacgagg 2 8 



<210> 8 



3 



<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 
<400> 8 

cctcgtgacc accctcacct acggcgtg 28 



ru 



<210> 9 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 
<400> 9 

cacgccgtag gtgagggtgg tcacgagg 28 



<210> 10 
<211> 29 
<212> DNA 

<213> Artificial Sequence 



Y! <220> 



<223> Description of Artificial Sequence: cloning primer 
<400> 10 

gaacggcatc aaggccaact tcaagatcc 2 9 



\ - 



<210> 11 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 
<400> 11 

ggatcttgaa gttggccttg atgccgttc 2 9 



<210> 12 

<211> 28 

<212> DNA 

<213> Artificial Sequence 



4 



<220> 

<223> Description of Artificial Sequence: cloning primer 
<400> 12 

catcgaggac ggcggcgtgc agctcgcc 28 



<210> 13 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: cloning primer 
<400> 13 

ggcgagctgc acgccgccgt cctcgatg 28 



fg <210> 14 

^ <211> 239 

n \ <212> PRT 

~ <213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Engineered green 
fluorescent protein 

<400> 14 

Met Val Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro lie Leu 
15 10 15 

Val Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val Ser Gly 
20 25 30 

Glu Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys Phe lie 
35 40 45 

Cys Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val Thr Thr 
50 55 60 

Phe Thr Tyr Gly Val Gin Cys Phe Ser Arg Tyr Pro Asp His Met Lys 
65 70 75 80 

Gin His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val Gin Glu 
85 90 95 

Arg Thr lie Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg Ala Glu 
100 105 110 

Val Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lie Glu Leu Lys Gly 
115 120 125 



5 



He Asp Phe Lys 
130 

Asn Tyr Asn Ser 
145 

Gly He Lys Val 



Val Gin Leu Ala 
180 

Pro Val Leu Leu 
195 

Ser Lys Asp Pro 
210 

Val Thr Ala Ala 
225 



Glu Asp Gly Asn 
135 

His Asn Val Tyr 
150 

Asn Phe Lys He 
165 

Asp His Tyr Gin 



Pro Asp Asn His 
200 

Asn Glu Lys Arg 
215 

Gly He Thr Leu 
230 



He Leu Gly His 
140 

He Met Ala Asp 
155 

Arg His Asn He 
170 

Gin Asn Thr Pro 
185 

Tyr Leu Ser Thr 



Asp His Met Val 
220 

Gly Met Asp Glu 
235 



Lys Leu Glu Tyr 



Lys Gin Lys Asn 
160 

Glu Asp Gly Ser 
175 

He Gly Asp Gly 
190 

Gin Ser Ala Leu 
205 

Leu Leu Glu Phe 



Leu Tyr Lys 



